1 1 Diverse edaphic zone (namely: usar, wastelands, forest area, wetlands, flood prone area and 1 2 fertile lands) were identified in the eastern part of Uttar Pradesh and collected species of 1 3
For molecular characterization of isolates through RAPD, genomic DNA was isolated from 1 0 4 mycelia of pure cultures grown in potato dextrose broth by CTAB method as described by 1 0 5 Sadowsky et al. (1987) and Kuramae-Izioka (1997) . Only high quality DNA (260/280 = 1.7-1.9) 1 0 6
were used in this study. Genetic diversity within collected isolates was characterized by PCR 1 0 7 using arbitrary ten-mer primers as given in table (Table 3) . Amplification was carried out DNA polymerase with negative control without template. Amplification reaction included i) 1 1 2 initial denaturation at 95°C for 5 min, ii) 35 cycles of denaturation at 94°C for 60 sec, primer 1 1 3 annealing at ~32 °C (varied with primers) for 30 sec and DNA synthesis at 72°C for 150 sec; and 1 1 4 iii) final amplification at 72°C for 10 min. Amplified products were resolved on 1.2% agarose 1 1 5 gel along with 100 bp DNA ladder. The gels were observed under Gel-Doc system (Alfa Imager) 1 1 6 and pictured images used for further scoring of the banding patterns in different isolates. The total protein content present in dried fruiting bodies was analyzed by the standard method of Bradford (Bradford, 1976) and total carbohydrate content available in mycelium was determined ability of degradation of MG dye (>75%). however rest isolates showed lower capacity in 2 8 0 removal of MG. Isolate #06 decolorized >50% within 5 days. Similarly, decolorization potential 2 8 1 for BPB was observed as given in figures ( Fig. 9 and 10 ). The decolorization of dye was In the present study, RAPD markers showed more effective discrimination of closely related 2 8 5 species of Pleurotus (Fig. 2) , out of 10 arbitrary primers used for the RAPD profiling of the all 2 8 6 isolates, 6 primers exhibited a total of 51 polymorphic bands as given in table (Table 4) , and all 2 8 7 were 100% polymorphic bands. Number of amplified products (bands) varied depending upon 2 8 8 the primers used; primers B-73, B-74, B-75, B-76, B-77 and B-78 generated 8, 6, 9, 10, 6 , and 12 2 8 9 bands, respectively. These variations in the number of bands may be due to the sequence of 2 9 0 primer, availability of annealing sites in the genome and template quality (Kernodle et al., 1993) . markers and found variations in banding pattern to discriminate the eight Pleurotus species and 2 9 8 concluded that every isolate of this study was characterized by a different RAPD genotype. Unlike MLEE, RAPD analyses generally detect occurrence of a single allele that assesses 3 0 0 polymorphisms at a wide range of loci (William et al., 1990) . Later, many researchers (Dowdy 3 0 1 and McGaughey, 1996; Pornkulwat et al., 1998 ) differentiated very closely related species or 3 0 2 even geographical populations using RAPDs. Use of RAPDs provided a much clearer picture of 3 0 3 the relationships between Pleurotus species and studied eco-geographic zones. Different number 3 0 4 of bands was generated depending upon the primers used, and for the sake of convenience the 3 0 5 result of RAPD profile of all the 39 isolates was categorized into three group viz. high, moderate 3 0 6 and no polymorphism. As per the results given earlier in table (Table 4) putative loci were resolved with sufficient consistency and clarity. Gene frequency was found in 3 1 0 the range of 0.012 to 0.987, in which the highest gene frequency was 0.422 of allele-1 for B76-2 3 1 1 loci while the lowest gene frequency was 0.012 of allele-1 for B77-6 loci. Alleles having 3 1 2 frequency less than 0.01 were not detected. In certain pair of alleles (e.g. B73-2, B74-3 & B78-2; natural selection in maintaining genetic polymorphisms as discussed. In order to understand the genetic diversity more critically, more biometric parameters like 3 1 6
Effective number of alleles, Nei`s (1973) genetic distance and Shannon`s information index were 3 1 7 also calculated. Summary of results of Nei`s (1973) gene diversity and Shannon information 3 1 8 index is given in table 6. Genetic diversity was found from 0.025 to 0.488 whereas, the mean 3 1 9 0.244±0.116; which indicates that many of the loci differ between all pairs of RAPD genotypes. Lowest gene diversity was shown by B76-1 loci with a value of 0.025 while highest was by B76-3 2 1 2 loci showing a value of 0.488. These results suggested that the RAPD approach showed 3 2 2 considerable potential for Pleurotus species discrimination. These results are similar to Yin et al. growing in greater Mediterranean area. In the present study the observed number of alleles was 3 2 7 2.000±0.00 while effective number of alleles was 1.355±0.21 as given in table (Table 6 ); and the Shannon`s Information Index varied from 0.1205 to 0.6811 with an average 0.397±0.155. These of species (Nei, 1978) . The results are given in table (Table 6) , and it was in range from 0.11 to is to be noted that RAPDs produce dominant markers, and in addition, it scans different parts of 3 4 6 the DNA generating large number of markers, and hence, different results may be obtained, such 3 4 7 as a RAPD marker reveals the nucleotide differences in a random sequence of DNA of 10 bases this study with RAPD, permits better estimations of genetic diversity from any species as 3 5 0 compared to morphological and physiological parameter. In order to see the relationship amongst the isolates used in this study, a dendrogram was 3 5 2 generated from the pair wise distance matrices. The clustering pattern in the Jaccard's similarity, demonstrated that all isolates clustered into two distinct groups in the distance 0.12. All isolates 3 5 9 fell into two major clusters except isolate #06 that come into viewed separately from all the 3 6 0 clustered isolates; and all these were grouped into seven clusters. The statistical analysis based upon the allelic frequencies of RAPDs loci separated all the isolates 3 6 2 into seven clusters. At the distance of 0.12, most isolates formed clusters and they are further grouped as discussed earlier. The first cluster mainly comprised five isolates (#1, #2, #4, #7, #8,), have accomplished will be lost by interbreeding. On the other hand, if they have evolved in to a 4 0 0 new species they can retain their diverse adaptations, and refine them even while sympatric 4 0 1 (Futuyma, 1986b) . In many cases sympatric populations are in an intermediate stage of that can persist for long periods (Futuyma, 1986a) .
The present study was completed in the eastern part of Uttar Pradesh; commonly called 4 0 5
Purvanchal comprises of more than fifteen districts including Allahabad, Azamgarh, Jaunpur, influence genotype of oyster mushroom fungus in a long run. observed that laccase and peroxidases can act as starters of a chain reaction which leads to dye 4 2 4 degradation by generating highly active free radicals (e.g., Mn 3+ , lipid, hydroxyl, and peroxy-radicals) (Hofrichter, 2002; Rabinovich et al., 2004) . According to Meyer (Meyer, 1981) , health, dietary intake of B 12 should exceed that amount due to the complex process required to 4 5 7 assimilate and metabolize this essential nutrient. Uptake of this vitamin in the gastrointestinal 4 5 8 tract depends on intrinsic factor, which is synthesized by the gastric parietal cells, and on the the recommended daily dietary allowance (2.4µg/day) for adults (Sullivan and Herbert, 1965) . Present study demonstrates that the molecular markers generated through RAPD are more useful this study because the correlation with climatic and physical variables were non-significant. Castellano MA (1989) . Key to spores of the genera of hypogeous fungi of north temperate 5 0 7 forests with special reference to animal mycophagy. Mad River Press; Mad River Press, Eureka, Pleurotus species by RAPD fingerprinting. Nature and Sci., 8 (7): 90-94.
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